eV N I v

A

Taketo Okada

TNHEFE Rt B
B 73 W PR
O%E FIEBIR S RS 253 (1999.3)
TRERPER R R ovRE L aiiiEReE / B3RP % =AM ERE & T (2005.3)
O%Ar b (%) (THERS / 2005.3)
O xR WkEE SEHIRT 7 (1999.5)
TR SCHRR T ) 13RS B3R (44EH)) BT+ (2005.4)
TR SCHRR T ) 1SR 32 (64) BhEg (2007.4) BFEICED (ERIEFEEE)
OB M4E BT GRRE) , sy, (WA, SHE(LF, VAT HEWT
OFfTR¥= AARIRE S, AAARSES, AR IS 7AW Fa, AARY YR
OHYZERHE FEH R TS (G ROFRE - R FEB LB 2 T RSy 1Y) (49 ;
IR, 2, 3 GEREETOFEMAE~OHSEE) (5—64); Wbt - 3R IHEILE (54);
TERIE AR, 3 (G 72E) (44); RIEMIEHRE QF),; F—AERE (A5 7RE
OBIEDIFRE OINHESE 3 T AW KBRS L OVE IR e 7 A% S L U7z SR Rt
FeWFFext g PEITALDT, FnEEEE, SEHE R T E TR
EAY 350
Oxns @ ERR29FEIE (2017) BARSES AERAIEE TR
- AR BN DFAEME AL B I OSBRI 7 7 a—F I L DY) ST BT AR S
(@ Change the World 2017 i (Springer Nature 1) 75w D]
® FR294 (2017) Journal of Natural Medicines #i CE (B ARAEIREE) [HF7EH D]
@ FRR2THHEE (2015) H ARERIRSS T CE Wt @)
B FR264 (2014) Plant and Cell Physiology #i X E (Plant and Cell Physiology Award for
the Paper of Excellence) (HAfEMABY2) WFFEiHSL@]
© EEFFIE- SR EIAA HHE [(AM) B ARIEARITHE £ 2 —]
AR R SR (BIH T 4%80%) i (2009—2012)
OEZRHFFEF X @ Okada T**, Afendi FM*, Yamazaki M ¥, Chida KN, Suzuki M, Kawai R, Kim M, Namiki T,
- EES Kanaya S, Saito K (2016) Informatics framework of traditional Sino—Japanese medicine

(Kampo) unveiled by factor analysis. ./ Nat Med, Vol 70(1), pp 107—114

® Okada T, Takahashi H, Suzuki Y, Sugano S, Noji M, Kenmoku H, Toyota M, Kanaya S,
Kawahara N, Asakawa Y, Sekita S (2016) Comparative analysis of transcriptomes in aerial
stems and roots of Ephedra sinica based on high—throughput mRNA sequencing. Genom
Data, Vol 10, pp 4—11

© #UR kA", W e, [E EA, D E, L (2014) DAEOFaF LB SR
TR AN R U R || - B E S O I 3288, (Survey of usage of medication

with driving with prohibition or caution by the national health insurance claims database in
Japan.) /& (Jpn ] Pharm Health Care Sci), Vol 40(2), pp 67—77

@ Afendi FM*, Okada T *, Yamazaki M *, Hirai-Morita A, Nakamura Y, Nakamura K, Ikeda S,
Takahashi H, Md Alatuf~Ul-Amin, Darusman LK, Saito K, Kanaya S* (2012) KNApSAcK
family databases: integrated metabolite—plant species databases for multifaceted plant
researches. Plant Cell Physiol, Vol 53(2), el

® Ssadamoto H *, Takahashi H, Okada T, Kenmoku H, Toyota M, Asakawa Y (2012) De novo

sequencing and transcriptome analysis of the central nervous system of mollusc Lymnaea
stagnalis by deep RNA sequencing. PLoS One, Vol 7(8), e42546

® BFFFEA2549495 [T N HaART L NEEBEER 2T — R T 85T
FEOAE KR foE, [ EA, I EE
FRERrRER: (EHF) B EEARBERE, () FIERTE. FERk214 (20094F) 2 H 6 H

*: Corresponding Author #. Equal Contribution|




	1050009_岡田岳人（令和元年5月1日）

